
−3.76

−0.58

2.6

5.78
positive regulation of phosphatidylinositol 3−kinase signaling

G
S

Z
mBL
intermediate
non−mBL

PDGFRA
DCN
DCN
DCN
DCN
FYN

JAK2
JAK2
IL18

CCL5
CCL5
FGR

PRR5
PRR5

PDGFC
KIT

F2RL1
SEMA4D

CD28
CD28
CD28

PDGFRB
LEP

FGFR1
NKX3−1

RELN
FLT3

CSF3
PPARD

F2R
IGF1
IGF1
IGF1

SOX9
SOX9

FGFR1
PTK2
PTK2

PDGFD
NCF1

GPER1
GPER1

−2.3 2.6∆ e



−6

−4

−2

0

2

4

6

positive regulation of phosphatidylinositol 3−kinase signaling
G

S
Z

on
−
off

# features = 126

1

5



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

positive regulation of phosphatidylinositol 3−kinase signaling
G

S
Z


